INTERPRETATION TABLE

DRB1*01 SSP subtyping

Amplification patterns of the DRB1*0101 to 0119 alleles

well”
1 2 3 4 5 6 7 8
Length of spec. 255 | 235 | 200 | 210 | 230 | 130 | 210 | 210
PCR product
Length of int. 515 | 430 | 515 | 430 | 430 | 430 | 430 | 430
pos. control*
5'-primer? 14 14 14 14 14 14 14 10
. gAA¥ | S.gaAT | S-gan? | Tgaa | SgaA? | S-gaA¥ | YgAA? | Sggg®
3'-primer(s)® 86 78 67 71 77 45 67 67
S.cAC?|®-cAA?| Sgag® | ®-gcT® | %-AATY | P.cCT? | ®-gAT® | ¥gAg®
74
*.cct®
Well No. 1 2 3 4 5 6 7 8
DRB1 allele
*010101-010103 1 3
*010201-010204 2 3
*0103 1| | 4 | 7
*0104 3 5
*0105 1| EN 6 | |
*0106 3
*0107 1| 3 | | | 8
*0108 1 3
*0109 1 [ 3 ] |
*0110 1 3 4
*0111 1| 3 | 5 | | |
*0112 1 3
*0113 1 [ 3 ] |
*0114 1 3
*0115 O R T
*0116 1 3
*0117 1| 3 | | 7]
*0118 1 3
*0119 1 3
DRB1 allele
Well No. 1 2 3 4 5 6 7 8




INTERPRETATION TABLE

DRB1*01 SSP subtyping

Amplification patterns of the DRB1*0101 to 0119 alleles

well*
9 10 11 12 13 14 15 16
110 | 210 | 140 | 215 | 85 | 170 | 215 | 225 Length of spec.
210 PCR product
430 | 430 | 430 | 430 | 430 | 430 | 430 | 430 Length of int.
pos. control®
14 14 14 14 14 14 14 14 5'-primer?
S.gAAY | Sgaa® | T-gAAY | Sgaa® | T-gAA® | Sgaa® | Ygaa® | S.gaA®
37 71 47 72 30 57 73 76 3'-primer(s)®
.cgT¥| %-.cgc¥ | ®-g gA¥ | ®-c cA?¥| *-gAg® | ®*-CAg® | ¥-ggC®| F-gTT®
71
s.c1r?
9 10 11 12 13 14 15 16 Well No.
DRB1 allele
*010101-010103
*010201-010204
| | *0103
*0104
| | *0105
10 *0106
| | *0107
9 *0108
10 | | *0109
11 *0110
| | *0111
12 *0112
| 13 | *0113
14 *0114
10 | | *0115
15 *0116
| | *0117
11 *0118
16 *0119
DRB1 allele
9 10 11 12 13 14 15 16 Well No.
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